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® RNA Expression
® SNP GWAS
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@ Literature
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GEO, Array Express, caArray, GEMDBJ, Open TG-Gates, TCGA, ICGC, CEBS, dbGaP, MMRC,
Cosmic, The Connectivity Map(CMAP) 2.0, expO, Broad Institute, Sage Bionetworks, SMD, GNF,
CIBEX, caBIG, Tumorscape, GenomeNet Express, miRBase, PubMed, HapMap, NCTR,
USACE-ERDC etc.
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Integration & Mining
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